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Supplementary Figure 3. Gcn5 is not required for activation of the mating transcription program.
Exponentially growing wild-type and gcn5∆ cultures were treated with the same concentration of α-factor for 2 hours. Transcript levels of mating program genes FAR1 and FUS3 were measured by RTqPCR in wild-type asynchronous (dark grey), wild-type G1 arrested (grey patterned), gcn5∆ asynchronous (light grey) and gcn5∆ G1 arrested (white) cultures and normalised against ACT1 levels. Transcript levels are fold increase relative to wild-type asynchronous, error bars represent standard deviation, n = 3. 
